附表1  用于标记筛选的99对甘蓝SSR引物
Supplemental Table 1  The 99 pairs of Braasica oleracea SSR markers for marker selection in this research
	标记编号

Marker No.
	标记名称

Marker Name
	染色体

Chr.
	标记类型

Marker Type
	上游引物序列（5'-3'）

Forward Primer (5'-3')
	下游引物序列(5'-3')

Reverse Primer (5'-3')

	BoS01-1
	BoSF302
	C01
	SSR
	CATGCGGAAGCATTTGAGTA
	CCGATCGAGCTCATGATAAA

	BoS01-2
	BoE106
	C01
	SSR
	ACAGATGGGGCAAGGCTAACG
	CTATACACGGACGGACAAACGAG

	BoS01-3
	BrBAC004
	C01
	SSR
	AAACGTGAAAACCAACTCGC
	GTGTTGGCTCAGGGCATTAC

	BoS01-4
	BrSF257
	C01
	SSR
	TTTGAAACATGCCCATCTCA
	GCAGGCTACCATCAAAGCTC

	BoS01-5
	CB10369
	C01
	SSR
	CATTCACAGGACCAGAGC
	CAAAGCCAAGACAACCAT

	BoS01-6
	CB10517
	C01
	SSR
	GGGAATATGTGGTCCTCC
	GCATCGAAGCAGTGAGTT

	BoS01-7
	BoSF1923
	C01
	SSR
	TATTGGCAAAACTGAGGGCT
	GATACGACCCGTGTTTGGAT

	BoS01-8
	BoE860
	C01
	SSR
	AGGCGTCCGTCTACTTGTCTTTTA
	GAGCGAGTAGTGGGTTTCTTCTTG

	BoS01-9
	BoSF2598
	C01
	SSR
	CACAAATCGCATAACCTCCA
	CAAGTTGGCCCTTGGAAATA

	BoS01-10
	BoSF254
	C01
	SSR
	TATGCGGGACGGAATTTTTA
	TGGGATTCTTTTCATTCTCCC

	BoS02-1
	BoSF2294
	C02
	SSR
	CACCATCGTTTCTGTCCCTT
	TAACCACACCTTCCGTTTCC

	BoS02-2
	BoSF1425
	C02
	SSR
	TTTTATGTTTCGGCACATGG
	CCCTGCGAGCCTACAATAAG

	BoS02-3
	BoSF1167
	C02
	SSR
	TTCGTTCCTTCGTTCATTCC
	AGGTAGTGGAGGAGGTCGGT

	BoS02-4
	BoE162
	C02
	SSR
	AGCAGCTTCGTTCAATCTCC
	CGGCAGCGTATACCTTCACA

	BoS02-5
	Na14H11
	C02
	SSR
	GGATGTTTTCACAGACCCTG
	CTTTGCAGGTATGAACACGC

	BoS02-6
	BoSF2242
	C02
	SSR
	TAAGCAATGGTGCGAAACAG
	GCGAGGGAACTAGTGCTGAC

	BoS02-7
	BoSF1905
	C02
	SSR
	GCTTAGGATTGGTTTGATTGAA
	CCATTAACACCCGCTTCCTA

	BoS02-8
	BoE904
	C02
	SSR
	ATGGGCGGACTATCACTGTTG
	CCACCACCACCACCACCTCTAC

	BoS02-9
	BnGMS310
	C02
	SSR
	AGTCGTCGTCAAAGACCTTA
	TGTTTGTAATTGAACGTTGG

	BoS02-10
	BoSF2227
	C02
	SSR
	TTGCAGCTTCCTATCTGGCT
	TGTCGAATTCTGGTGGAACA

	BoS03-1
	BoSF1131
	C03
	SSR
	GAAGTTTCACTGCCTCTCGG
	CTTCGTTAACCTCGCGAAAG

	BoS03-2
	BrBAC214
	C03
	SSR
	CGTATAATTTTCATAGGCGACG
	AGCATGCTTATGACTCTGGGA

	BoS03-3
	BoSF1530
	C03
	SSR
	TGTCTCAGTATGTGTGTAGGCAA
	TGGTGATCAATGGAGTGTGTG

	BoS03-4
	BoSF905
	C03
	SSR
	ATTTTTGAACGGCACACCAT
	AAAAGCTGAAAGTTTCTCAAAATAA

	BoS03-5
	BoSF2658
	C03
	SSR
	TGGCATTTGAGTAGTGGCCT
	AGTGGCCCACACTTCCATAG

	BoS03-6
	BoSF042
	C03
	SSR
	CGGCTTGACAGAATTGGACT
	TCCTATTCCACACCAAAGCC

	BoS03-7
	FITO348
	C03
	SSR
	TGTATCTCAAACAAACCTGTAA
	AATCAAACTGCCACATAGGA

	BoS03-8
	BoSF2761
	C03
	SSR
	GGGCTTATCTCCACCTCACA
	GAAGAAGCGGAGACTTGGTG

	BoS03-9
	BoSF2984
	C03
	SSR
	GGTTTCATAAAACATCTGTAGTTCGTC
	TGCAAGACATCTTTATTTCTTCCTC

	BoS03-10
	BoSF2882
	C03
	SSR
	CGACACGGAGCTTTAAGGAG
	CGCGTCATCTACGCAAACTA

	BoS03-11
	BoSF1342
	C03
	SSR
	AAGCGGTCTTAGCCAACTCA
	TTTCTCGAAAATGCACAGGTT

	BoS03-12
	BoSF2051
	C03
	SSR
	CTTGCAGTCCTCCAACATGA
	CCCCCTTCTTTTGTTGTGAA

	BoS03-13
	BoSF1127
	C03
	SSR
	GCAACAACACTTGCGAGAGA
	TTGCTGGTGCTGTTTGTTTC

	BoS03-14
	BoSF2143
	C03
	SSR
	CGAAAGCAATAGCCTATATCCG
	GCATGCATGGTTACATTTTCA

	BoS03-15
	Na10G10
	C03
	SSR
	TGGAAACATTGGTGTTAAGGC
	CATAGATTCCATCTCAAATCCG

	BoS04-1
	BrSF024
	C04
	SSR
	TGAGTCAAATTGGGTGACGA
	TCTGGTCAAAGAGATTGCAACTAA

	BoS04-2
	BoSF2065
	C04
	SSR
	GCGAAGAACACGGAGAAGAG
	CTCCCAAATTTAGCGGATGA

	BoS04-3
	BoSF1047
	C04
	SSR
	TTAAATATGTAAGCCGCCCG
	TTACCAGGGATAAAAGCTGAAG

	BoS04-4
	BoSF349
	C04
	SSR
	AAACCCACACATCATCTTCCA
	AGCATCTTTGCTCTTGGCAT

	BoS04-5
	BoSF1957
	C04
	SSR
	TATGGACCACATGCCCCTAT
	ACTAGGGGCGGATTCAAAAA

	BoS04-6
	BoSF1378
	C04
	SSR
	TGAATGGGCTGTTGATGAAA
	TCCTGAACCGTACTGACCAA

	BoS04-7
	BoE530
	C04
	SSR
	TGGCTCCACCGGTCACTATCAGA
	TCATGGACTTGGGAGGGTTTTG

	BoS04-8
	BoSF1930
	C04
	SSR
	TCCAGCTCAGCACATGTAAGA
	CCAAAATGTGAAGACATGACC

	BoS04-9
	BoE450
	C04
	SSR
	TCTCGCCATGGCTGATAAG
	TCGGGGCGTTGATTCTCGTCTCT

	BoS04-10
	BoSF1274
	C04
	SSR
	CGAAATTGTTCAATTAGAGACAAAAA
	GGACCGGAAGAATCCAACTT

	BoS04-11
	BoE405
	C04
	SSR
	TCTCTGTATATTCTTCGCATCTTA
	ACTCAGCCATCCCGTTCTTCA

	BoS05-1
	BoSF2315
	C05
	SSR
	AAAACTGAATACGGAAAATATGAACA
	TCAGTCCACTTTCGCTTTGA

	BoS05-2
	BoSF2228
	C05
	SSR
	TTTTCGTGAAGCTGATGCTG
	CCAGCTTTCTTTAAAATCCCAA

	BoS05-3
	BoSF1219
	C05
	SSR
	GAAGGTGGAAGTGGAAGTGG
	ACCGAGGCAGAGGTAGTGAA

	BoS05-4
	BoSF022
	C05
	SSR
	TGCCATCAAAGGAGTGTTCA
	TCATCTGCTCAACATGAGGC

	BoS05-5
	BoSF1763
	C05
	SSR
	TGGGATCTTCGTTCTTCATTG
	AGAGAAGTGGAATGGGCTTG

	BoS05-6
	BoSF2562
	C05
	SSR
	TTCTCTTTTCCTTTTGGGCA
	CACCCAAAAACAAGAACCCA

	BoS05-7
	BoSF169
	C05
	SSR
	CCGTATCTAATATTCCCGCC
	GAAGGAAGGAGAAGAGCCGT

	BoS05-8
	BoSF2574
	C05
	SSR
	AAACGCGGATCAAAGAGGAT
	AGCTCTTCGACGGATTCAAA

	BoS05-9
	BoSF1464
	C05
	SSR
	CATTGATTTTCCAATGTGGG
	TCCCTTCTCCTTTTGGCTTT

	BoS05-10
	BoSF1662
	C05
	SSR
	CACACACAAACACACAGTT
	GAAGAGATGAGGACGAAGAG

	BoS05-11
	BoSF2553
	C05
	SSR
	TGTCCACAACGCTTTGTTTC
	GGTCCAATGGGAGAACCTCT

	BoS05-12
	BoSF2390
	C05
	SSR
	ACTATCTGGCCAACACCGTC
	TTTTTGGTTTTCCTCAAGCA

	BoS06-1
	BoSF2791
	C06
	SSR
	TGCACCACTCCCTGTAATCA
	GTCTCTTGCTCAGGTTTGCC

	BoS06-2
	BoSF1721
	C06
	SSR
	GAAAGAGATTTGCAGTGGGC
	AAACCCTCCAATCCCAATTC

	BoS06-3
	BoSF250
	C06
	SSR
	AAAAACACTTAGTTGTGGTGGGA
	TTTTTAATGCAGCCCGAAAC

	BoS06-4
	BoE761
	C06
	SSR
	CATTCAGCGACTTCCTTCAAACTT
	GGCGCACTTCTTCCCCTGTA

	BoS06-5
	BoE569
	C06
	SSR
	CCCGTAATCACCGCCTCTTTCTG
	CCTCCGCCGCTACCACTTCC

	BoS06-6
	BoSF1838
	C06
	SSR
	CCAAAGGTGTCACGCATGTA
	TAATTCGGCCTCTGTGTTCC

	BoS06-7
	BoSF1215
	C06
	SSR
	AGTATCAAACCCGCCTGTTG
	GGGTCGTATTAATCGCGTGT

	BoS06-8
	BoSF1875
	C06
	SSR
	CTTCATCGACCCACCTTGTT
	CAAGTTCAAAGGCAAGACCG

	BoS06-9
	BoSF2081
	C06
	SSR
	TCAAGCAAGAGTTCAATAACAGAAA
	GCTGGCCTAACACAACTGAGA

	BoS06-10
	BoSF1615
	C06
	SSR
	ATGACATGAATGGTTTGGCA
	TAACAGTGGATTGAGCGGTG

	BoS07-1
	BoSF1455
	C07
	SSR
	TTCCCTCTCCACAGCCTCTA
	GAGCAAAAGAGAGCTTCCGA

	BoS07-2
	BoE432
	C07
	SSR
	TTCGCAAATTTCCGTTACTGG
	GGAGCCTTTGCCCTTATCG

	BoS07-3
	BoSF2860
	C07
	SSR
	CATGCTTGCCTGAAAAGACA
	CCTTGTACTGCTCCTCTGCC

	BoS07-4
	BoSF2115
	C07
	SSR
	TTTCAAGAGGAGAAGCGGTC
	GATCCTCGGTGAAAGCTCTG

	BoS07-5
	BoSF2324
	C07
	SSR
	CTCTGGTTCTCGAAGCCTTG
	CCTTGATCATGATTTGGGAT

	BoS07-6
	BoSF355
	C07
	SSR
	TCGAAAATTCGTCATCCTCC
	TGCTCATCAGGAGGAACAAA

	BoS07-7
	BoE340
	C07
	SSR
	GAGAGTAAATACAGAGAAAGAAG
	TCGCCGGAGAAAAAGAC

	BoS07-8
	BoSF2500
	C07
	SSR
	GGGCCCAAAATTATGAGGTT
	AACTGCGTCTGGATCCATCT

	BoS07-9
	BoSF2819
	C07
	SSR
	GACTTCCATCGAGCACCTTT
	ACTGGAAACTCTTCAGCGGT

	BoS07-10
	BoSF2614
	C07
	SSR
	CGTGGGCCTATGTTTTCTTC
	TCTTCTCTCTCCCAAAAGCA

	BoS08-1
	BoSF1461
	C08
	SSR
	TGCTCCTTTTTCACCGAGTT
	GGCACTTTAGTTTGCGTTCC

	BoS08-2
	BoE916
	C08
	SSR
	CCTGTCTCGGGGATGATGCTAT
	GGCGCCGAACCCGAATGTAT

	BoS08-3
	BoE756
	C08
	SSR
	GATTGCTCGGCGACGGTAGAT
	CTGGCTTAATGTTGGAGATGAAAA

	BoS08-4
	BoSF1224
	C08
	SSR
	GATGATCACTCCACCAACCA
	ATCGTGGTGGTTCAACCGTA

	BoS08-5
	BoSF2407
	C08
	SSR
	ATATTCCGAGCACGATTTGC
	GCAGGATTCTCTTGGTGGAA

	BoS08-6
	BoSF2057
	C08
	SSR
	GAATGTGAAGGTTCTCTCTGTTGA
	TTTCGGCGGTTCTTAAAGATT

	BoS08-7
	BoSF333
	C08
	SSR
	CGATCAGTACCAGCCGAAAT
	TCTCTCAGCTCCTCAACCGT

	BoS08-8
	BoSF1949
	C08
	SSR
	TGACCAATTTTTATTTCCCCC
	CTTGGTCTAAGGCATCCGAA

	BoS08-9
	BoSF233
	C08
	SSR
	GCTCAAGAGGAGTCGTCGTC
	GCCAACTATCAGCCTTCTCG

	BoS08-10
	BoSF2002
	C08
	SSR
	ACAAGGTTAAAACGTTGCCG
	GATTGCTCCAAACGAAGGTC

	BoS08-11
	BoSF1259
	C08
	SSR
	CCGTAGTCGTGGTGGTTTCT
	ATCAAAGCGGTTCCAACAAC

	BoS09-1
	BoSF2010
	C09
	SSR
	AGATGAACGAGCCTCACGAT
	TGCCAATGCCAAATGAAAAT

	BoS09-2
	BoSF2304
	C09
	SSR
	AGAAACGCAAATGGTCTTCG
	CTGTATGAGCATGGCTTCCA

	BoS09-3
	BoSF2206
	C09
	SSR
	CCTCTGTCCGCATATTTGGT
	CTCTTGGACATATCTCCGGC

	BoS09-4
	BoSF368
	C09
	SSR
	CGGGGAAAGAAAGATCAACA
	AATGCTAGGAGCTGCATCGT

	BoS09-5
	BoSF366
	C09
	SSR
	TTTCAAATTAGACCGGTTCG
	TTTTAATGGATTTACGTATCACACAA

	BoS09-6
	BoSF2421
	C09
	SSR
	CACTCAGAGGAGGAGGTTGC
	GCCACGTGTAGGCATGTAGA

	BoS09-7
	BoSF1553
	C09
	SSR
	AACCGATTTTCGTTCAAATTGT
	CGAGCAGAAGCGATTGATTT

	BoS09-8
	BoSF1244
	C09
	SSR
	CGAAAGCATGGGGTGTTAAT
	GCGATGGAAGAAGACAGGAG

	BoS09-9
	BoSF2679
	C09
	SSR
	TTTTGGCGATTTTTGAAAGG
	GGAAGGGGCCAATAGTTGTT

	BoS09-10
	BoSF2720
	C09
	SSR
	CCTGACGGTCCTCTTTGTGT
	GTCAAACGTGCCAAAAAGGT


