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Genetic Diversity of Rice Landraces Being Utilized in
Yunnan by SSR Markers
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Abstract: A total of 416 varieties being grown during 2007 - 2008 in 56 counties in Yunnan province were e-
valuated using 20 pairs of SSR markers. Total of 116 alleles were detected and the number of alleles per marker
ranged from 3 to 13, with an average of 5. 8. The mean of polymorphism information content( PIC) of SSR markers
was 0. 681, with a range from 0. 349 at RM18 to0 0. 891 at RM6748. PIC varied from 0. 025 to 0. 679 among the 56
counties , with an average of 0. 381 ,that of Menghai was the highest while that of eight counties in each only one ac-
cession being collected was the lowest. Cluster analysis with UPGMA method based on genetic identity ( GI) indica-
ted that 56 counties were classified into 3 groups at GI of 0. 362,GI was 0. 943, the highest between Mouding and
Yao’ an counties while that was the lowest between Simao and Ninglang counties,with GI of 0. 033. GI was related
to geographical regions among 56 counties. Rich genetic diversity exists in Yunnan rice landraces in present produc-
tion. Genetic diversity of landrace rice distribute uniformly between prefectures in Yunnan province and rich genetic
diversity mainly concentrate in five prefectures including Xishuangbanna, Dehong, Puer, Lincang and Honghe.
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BERGHBL, FEREE S 3EREM SRR
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B EBRRUESPERENAEEIREBEHLE
FHMBERB TR, E4SHEF PR IEEE
A EEXEEfEELZP N BHHBEEN
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Table 1 Origin and number of tested materials
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1.3 SSRSI¥% PCR § 1

BEALZERR 20 X+ SSR 5149 (%£2) , 1 BT 4
WIBERAFT AR, PCRER(ARMERN
10p1) & 10 x PCRbuffer (& Mg®* ) 1pl, 2. Smmol/L
dNTP 0. 4p1,5U/ul Tag DNA 48§ 0. 2u],10pumol/L
SSR 5{#7 1. 0pl,20ng/pl DNA 2.0pl,ddH,0 5. 4pl,
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alleles, Ne) , #| A 4E hn #¢ 41 ¢ ¥y % UPGMA (un-
weighted pair-group method with arithmetic means)
#AT R, Al H KM NTSYSpe2. 1 # similarity
# qualitative data 2 FF i+ 8 & # (8] & 38 £ 45 1
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frfnic, R 116 M ENER(F2),FH5.8
A5t SSR ZR T FE R 3 ~ 13 4~,RM6748 ¥
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34~;20 %f SSR FIYM A SN AR FER K 3.911,
BRWEN 1.536 (RM18) ~ 9. 148 (RM6748) ;20
Xt5 ¥t PIC -3k 0. 681, 45§ & 0. 349 ~0. 891,
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Table 2 Chromosome location, Na, Ne and PIC of 20
SSR loci
GiL ] Btk WIS BREN E2E5HER
Primer Chr. TR Na AR Ne &8 PIC
RM23 1 3 2.260 0. 557
RM384 1 5 3.199 0. 687
RM259 1 7 5.276 0.810
RM207 2 9 6.771 0. 852
RM213 2 4 3.248 0. 692
RM250 2 7 2.764 0. 638
RM324 2 4 2.399 0. 583
RM405 4 5 4.027 0.752
RM6748 4 13 9. 148 0. 891
RM289 5 8 6.919 0. 855
RM611 5 4 3.453 0.710
RM111 6 4 1. 557 0. 358
RM11 7 5 3.351 0.702
RM18 7 3 1.536 0. 349
RM339 8 9 5.528 0. 819
RM107 9 3 2.402 0. 584
RM202 [§ 4 3.439 0. 709
RM224 11 9 5.382 0.814
RM4 12 4 2.330 0.571
RM19 12 6 3.241 0. 691
{8 Mean — 5.8 3.911 0. 681
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Fig.2 Dendrogram of cluster analysis based on Nei’s genetic identity of 56 counties
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