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Genetic Diversity Study of Peanut Germplsam Resources on
Phenotypic Traits in High Latitude
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Abstract:In order to understand genetic diversity of phenotypic traits of peanut germplasm resources in high latitude and improve
their comprehensive utilization efficiency,226 peanut germplasm resources were selected as test materials.19 phenotypic traits (11
agronomic traits,8 quality traits)were evaluated by coefficient of variation(CV ),Shannon-weaver index(H?),cluster analysis and so
on.The results showed as follows:The CV ranged from 2.90%(oil content) to 34.07%(saccharose content),and the CV of 13 traits was
more than 10.00%,indicating that there was abundant genetic variation in these traits;and the Hranged from 1.237 (linoleic acid
content)to 2.077(pod length),indicating that pod length had the highest genetic diversity among 19 phenotypic traits. The diversity was
different from different germplasm types,the genetic diversity was rich in 5 quality traits of the lines and 8 agronomic traits of breeding
varieties.The Study showed that the diversity of germplasm from different geographical sources,the genetic diversity of germplasm
was abundant of 5 agronomic traits and 3 quality traits from Shandong,while that of 4 agronomic traits and 3 quality traits was rich
from Liaoning.The correlation analysis showed that a total of 70 correlation coefficients reached significant or extremely significant
levels,among which coefficient being -0.174.Three groups were divided traits,with the maximum significant positive correlation
coefficient being 0.980 and the maximum significant negative correlation by cluster analysis from 226 peanut germplasm
resources,group | contained 14 germplasms,which were mainly characterized by high Seed length had a higher correlation with other

agronomic traits,and oil content had a higher negative correlation with other quality oleic acid,reducing sugar,soluble sugar,
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saccharose and total sugar content,which could provide basic materials for the breeding of high oleic acid varieties and fresh peanut
varieties.The average values of 12 phenotypic traits were the highest among the three groups,such as number of branches with
pods,height of main stem and oil content,which could provide basic materials for breeding high-oil varieties.Group III contained 182
germplasms,which had the highest coefficient of variation of 13 traits among the three groups,such as number of branches with pods
and length of first branches,and rich germplasm types,which could provide a wide range of basic germplasms for breeding high-yield
varieties.The weight coefficients of 7 principal components were calculated by fuzzy membership function,and 10 excellent
germplasms were selected by comprehensive score F-value,which could be used as excellent parents for peanut breeding and variety
improvement at high latitude.

Key words: Peanut; Germplasm Resources; Phenotypic Traits; Genetic Diversity

AR AR = X ek, 20462, HRGHES L 100 2ANE A o™ o 184 3R E =
. WHAEY), EEREFAISRE. IR E S et Sy m g & B 3, 4
[ A6 2R 3R A A B SEREAE 467 7 hm (7000 J3HT) A, S5 1750 JiMl, EPAEE 1100 1278, &
TP X3RRI 3 DY K= X, oAby = X SRR P XA T g oy = K 72 X, B YR = X 3
LT HMOAE, AT RACRBCS A X, X AR R R, 2000 FEFHREFA L 80 HH, HAl
SESRIETRAR O 450 JIRT, A2 TR EFRRR 0L R TR KR DR P2 (X 0 75 AR A AR AR AR RS B A %
O X, RFRE R AR P X 2 —, HOMURE I e A AR RS B R AR A A AR, BlE
FBORFRE /N AP VR AT (A pe S, P VDR C RO S AR B TR T O HERAR S PR, RS2 E A
HE k.

RAEYIFP R BEIRE B G == BUIOH AR B LA, R NS o LA AR R 1
A PR o R AVE— B, T6 AT BHR T ONAE AR BRI 2 R AR SRR A L A
SHEA RN E IR T8N RGO V-, TS DORIET 5 NE KK 126 M 182E R Aok, &
X EFRZVERITRE T e 2T, RIUX L § R B A £ 8 rsk 2 M, SRR ZHERE HE X
o LR e st L A R R R EHEAT T VRN, A TRRN B T AR EE H AREIR A L Rl
R R 6 A R R PR A 02 S SR . TRIGE A URTR 4 128 B AEAE R S ORI, SR 20
ARAT BT VAR BB, R I e A8 e AR R K S ME R IR DT T B 3= e 2, TR & &
B, TTAEA R B R AR AR TR A . AT NIAE" ] 44 £y SR A VR IR A TR R e e MR 1 A% 2 R
BT T 08, RIUBICAEM R SIS Z R E . (EYRMERE N EYRERE B PSMERI, SHEFR
SHEIEAERSE R, W B R E s g5k, 2 B T & A R R Y BT

HARGE . ABETTCLL 226 G AR R PO RISARE, AR 2 AR S AF T IEER PR 19 DRI IEAT
S8, W2 M HINER R E A LA AR M BIR A 8% 2RO, DR R XA A A B A
L i e 7 SR AL EAR AR -

1R S
1.1 kit

BEMLLLHR 226 AT, FraMBREsRASHE . ILTE . IARESE 11AE (), MERMEE T
Al BT AR RO AR AR A R AR B AR B U SR O, VRS R LR 1.



=1k 226 BREEMRERES

Table 1 Information of 226 peanut germplasm resources
& il 4 E?i:i: kU - 5 4 FR fflif kI o Tl B ?ﬁiﬁ * U5
NO. Germplasm status Sample NO. Germplasm status Sample NO. Germplasm status Sample
name of accession souree name of accession souree name of accession souree
P1 T4t 40 EH A bae} P77 07-9 iR Ly P153 c-22 il R IIFS
P2 FHEAE9 EH A AR P78 #BAL 9717 HEH A e} P154 TH13-4-2 il R IIFS
P3 kAL 21 EH A Wk P79 AL 96-3 il 7 B P155 1L 65 5 JEH AR T
P4 AL 2 L A b P80 LXH 5l 7 A AR P156 AL 24 HEH ]
P5 Bt 22 L A Ly P81 LIES HEH AT Ly P157 WRHE 2 5 HH A boiE]
P6 807 L A [IIF'S P82 P06-1 R IIFS P158 4t 9503 HH A ]
P7 4% 9307 L A R P83 Rk 11 HH AT R P159 HAAE 14 HEH ]
P8 A8 19 L A Ly P84 TrA 41 LEH AT e} P160  FKAE 15T HH S b
P9 TS EH A Wk P85 R HEH AT IIFS P161 2102 ITES LT
P10 = A IIFS P86 C-50 & L P162 BIE 13 HH S iy
P11 1% 14 A IIFS P87 2014-8 ES T P163 V0410 iES 7R
P12 k3 M P A P88 #ELLS HH b IS P164 DFL-1 ES [IIES
P13 C-56 A L P89 9612 ES L P165 A I b k]
P14 i 2010 A L P90 C-53 fh& tike} P166 ¥¥25 I [ITER
P15 FlEik6 5 HEH R P91 165 954 HEH A % P167 26 HH S i
P16 HEAE 16 5 EH A %R P92 C-8525 il F IIFS P168 [ 10-206 L A pU
P17 JEtE 9 5 EH A ik} P93 LS JEH b P169 C-25 il & pU
P18 Hi4E 22 EH A T P94 5 9804 HEH A Ly P170 4k 2-3-3 ES e}
P19 BFFELY EH A %R P95 WUtk 288 EH A IIFS P171 2016-20 ES e}
P20 #9818 fh& P96 % 1316 & R P172 34k 06 L A R
P21 A 315 e H bk T P97 KAt 21 H Jbnt P173 RiLs|-2 L A ELIN
P22 # 1314 R A P98 2016-11 il 7 bine:} P174 hile 45 L A ik
P23 YY2013 R bine:} P99 5 9826 EH A LT P175 165 6313 L A IIES
P24 WAL 71V I A bine:} P10 07-4 il 7 [IIES P176 4% 609 L A LT
P25 AL 71 EH A bine:} P10 #1E 1107 HEH A B P177 # 1318 L A B
P26 165 661 IEH R iiFS P10 BILPHAR IEH il R P178 Fl A4S L A IIpS
P27 EHRIE25 IEH il B P10 ##1E 69 5 IEH il Ok P179 C-61 AR IIpS
P28 168 9304 EH S 7R P10 7 1317 R AR P180 LH 16-8 A O]
P29 W 2 5 H S A P10 C-20 A iiFS P181 URSREAR b7 b A pisey
P30 FlEfELS EH AT AR P10 J-9 il 3 Ly P182 # 1€ 2007-2 R AR
P31 GYS2 A iIFS P10 J10 i Ly P183 2017-96 TES bidey
P32 HBifE2 5 EH AT AR P10 SD-3 R IIE P184 801 R IIFS
P33 #i123 %5 EH S L] P10 52 HH WA Jent P185 F1E 16 A b 7R
P34 AL 28 HH A R P110 J-5 il 7 Ly P186 FAE9 T HH S [IIE
P35 AL 311 HH A e P111 C-{£i% 39 WL % P187 Pekatesd: HuJ7 A AR
P36 HEAE 15 5 HH A IIFS P112 B4 14 WL LT P188 V9 [TES AR
P37 1% 20 HH A L P113 2016-24 & Ly P189 #1E 55 T AR
P38 c-10 &R IIFS P114 FAE 134 WL bEE[A P190 #1E 56 T AR
P39 201206-1 &R Ly P115 J11 il 3 Ly P191 F1E 309 HH A
P40 HEREI G HEH B0 P116 2014-22 & IIFS P192 # 1t 807 HH S B
P41 Fi1E 36 %5 A bie} P117 1 54 HEH A R P193 ML TS HH S B
P42 2016-19 [TEN IIFS P118 3023 & tLiEls P194 HRIES 5 L S B
P43 i1t 35 W H bR L] P119 Fler 345 F A b R P195  RlEE125 L il LS
P44 WAL 15 L A IIFS P12 2014-17 AR Ly P196 BI85 L S B
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P56 1t 6036 e H R R P13 R pERRIEAE Hb 5 it T P208 FAE 85 R SRS
P57 BL5]-4 A R P13 2017-76 ITEA e} P209 et 14 I ELIS
P58 FAE 19 EH ik P13 4 2008 L WiE P210 #HiEE 16 HH Ak
P59 {1b 308 HH AP K P13 155 9618 I Al K3 P211 %1t 59 HH P ELIN
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P61 402-7 AR 7R P13 c-28 AR Ly P213 i 23C2 il & ELIN
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P64 ¥F¥3%5 EH Rk 7R P14 BetE 24 I Al Uy P216 7 23C5 AR ELIN
P65 M 65 IEH il B P14 16 9309 IEH il 7R P217 7 23C6 &R AR
P66 5 9938 EH A LT P14 c-9 il 7 bine:} P218 # 23C7 R AR
P67 Hih 20 EH A J7HR P14 50112 HEH A Wk P219 # 23C8 R AR
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Fig.1 Temperature and Precipitation during the growth and development of peanut
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Table 2 Genetic diversity and variation analysis of 11 agronomic traits in tested materials

PEAR R/ME IENE] ez FEE b % A5 R A ZREERE(H)
Traits Min. Max. Range Mean SD CV (%) Shannon's index (H’)
SR (4 PBN 3.90 9.10 5.20 6.54 0.806 12.33 2.044
T2 (cm) MSH 24.90 51.90 27.00 36.74 4.448 1211 2.030
FE—MBK (em) FBL 29.30 55.20 25.90 39.15 4541 11.60 2.051
K (mm)PL 22.63 44.89 22.26 33.18 4.947 14.91 2.077
JERTE (Mm)PW 10.08 16.41 6.33 12.96 1.124 8.67 1.947
ERE (g) HPW 107.70 254.30 146.60 181.79 22.060 12.13 1.973
FFK (mm)SL 11.02 21.83 10.81 15.34 2.222 14.48 2.029

b T 55 (mm)SW 5.57 10.10 4.54 8.21 0.851 10.37 2.043
HIZHE (g) HSW 41.90 108.00 66.10 72.83 12.454 17.10 2.027
HRRAE 71(g)PPY 12.40 31.32 18.92 18.30 3.486 19.06 1.990
HRREEIRAL (A PPN 11.10 34.20 23.10 17.12 3.275 19.13 1.855

PBN: 45 SUR G MSH: 3 25 55 FBL: BB — MUEL K PL: 3E UK PW:SE LB  HPW: F SR 28 S L 4 SWEFh 5 HSW: 15 1= 2 PPY: Bk A 7= 7 PPN B iR 45 SR
A

PBN:Number of branches with pods; MSH:Height of main stem;FBL:Length of first branches;PL:Pod length;PW:Pod width;HPW:100-pod weight;SL:Seed
length; SW:Seed width; HSW:100-seed weight;PPY:Pod yield/plant;PPN: Pod number/plant; The same below

2.1.2 BRI EZESHMSEMES 8 MR G ot (R 3) K, B2 R (47 )
N 1237 (MR & HED ~2.053 GEJERESE) Z0a), HAGMBIEIRE 77 Hr R RO iR & & M5 &
CEARSEOEER S ECTEERS B, 25 R4 () ZEEDY 2.90% CHiiE) ~34.07% (3
PSR 208, HAR R BERE) OV HEPP MR IE IR & B G A B R R R QI R 5 & il R 5 i<
FIAPERE SR IR I, 226 G AEZERRS IR R as R 2RISR R (17 ) 5 RE (O RIVFA L
&3 SR 8 MRBRMIKMNER DI RIEE S M S

Table 3 Genetic diversity and variation analysis of 8 quality traits in tested materials

PEAR HR/MH ISON| & P bz RS ZREMERREH )
Traits Min. Max. Range Mean SD CV (%) Shannon’s index (H )
HARS®E (%) PC 17.22 33.27 16.05 22.33 2.199 9.85 1.981
FiE (%) OC 45.83 57.77 11.94 54.05 1.566 2.90 2.024

MR AR (%) OAC 24.24 81.28 57.04 37.55 10.484 27.92 1.298
Wil & & (%) LAC 4.32 51.96 47.64 41.70 8.923 21.40 1.237
EEPESE (%) RSC 0.62 0.88 0.26 0.75 0.049 6.58 2.053
AVETERE SR (%) SSC 0.53 6.30 5.77 2.95 0.850 28.85 2.022
JHERESE (%) SC 0.23 5.51 5.28 1.63 0.554 34.07 1.962
MRS E (%) TSC 10.03 25.09 15.06 15.95 2523 15.81 2.030

PC: 2 151 & & 0C &5 i & OAC R 75 & LAC: MLy R 7 2 RSCId S5 &5 1, SSC: T W MENE & & SCREE & & TSCLEWE & & T R

PC:Protein content;OC:Oil content;OAC:Oleic acid content;LAC:Linoleic acid content;RSC:Reducing sugar content;SSC:Soluble sugar content;SC:Saccharose
content; TSC:Total sugar content; The same below

2.1.3 FRIXBMRER DN REESHEM ST BRI 226 HIEEMBRBHRE S 7 fibdrdfh. 71
Pt & 148 A0IE H wh M. X 3 SRS AR SRR Bt BT AR BEAT 22 3 i S it AR Z PR i (3R 4 J2J&1 2)
KL, OV FPRTEEDY 2.09% (ElE) ~36.44% CEMES®E) (6], SWMER oV &b, ERESER o
R M7 Al 7 AR EMEIR. 3 ANRFTHRE) CV KT 10, 00%, BREAHL T S AIFEIX 10 AR T A
AEERBAERR:, MmART 9 MNREMIR. 3 MR CV#KT 10.00%, B REX 12 MERTT



HAAFEMBAEAR ST EwE w11 AARZER, 6 NEBMHARE oV BT 10.00%, BHIEE ah A EX
17 MR T T BA F 8 BB A2 7

ANTRIZRBLRN B I0AL Z REMERYE L (17 ) ABERDN 1,004 (Frili) ~2.077 PPk 20|, Hhgh
B JERE . BRES RAX 3 MR EMIRN 777 BORE R IER R, EARESE. SlE. WREE.
MR & & KRR S AL 5 AN BVEIRE 77 SOKE R IAE S R, U T R 3 MRZEMR. 5 A
i BRI G 2R R FEE Bk, SERK. BRE. Mk, fys. AiE, B
BRAEP 03k 8 MREMRI 7 F KME HIRAELE & S A b, IR JERE S & FIVATERE S B LSS B2 3 N
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Table 4 Genetic diversity and variation analysis of different germplasm types

. 7 fh Al landraces fhZ& Lines W H fh Al Breeding varieties
. ZREMEREH ) BN ZREMERRE(H ) ZREMEIRE(H )
Traits A5 5t R A (%)CV A8 5t RH(%)CV
Shannon’s index(H ") (%)CV Shannon’s index(H ) Shannon’s index(H )

PBN 7.40 1.550 11.37 1.997 12.68 1.955
MSH 14.96 1.277 11.53 1.951 12.32 2.018

FBL 15.93 1.550 11.38 2.029 11.55 2.064

PL 12.09 1.550 14.91 2.019 15.00 2.075

PW 8.27 1.550 8.65 2.075 8.64 2.035
HPW 9.82 1.748 10.36 1.897 12.96 1.946

SL 20.51 1.550 15.28 1.877 13.87 2.077

sSwW 20.09 1.550 9.75 2.006 10.06 2.055
HSW 20.29 1.550 16.20 1.983 17.39 2.015

PPY 10.56 1.154 22.17 1.847 17.15 2.029

PPN 7.26 1.154 15.87 1.958 20.47 1.787

PC 7.19 1.550 8.86 2.059 10.16 1.964

oC 2.09 1.004 2.44 2.075 3.04 1.974
OAC 9.25 1.550 9.56 1.905 32.69 1.256

LAC 4.99 1.748 6.64 1.871 26.32 1.250

RSC 5.67 1.748 6.30 1.970 6.72 2.074

SSC 21.53 1.550 23.44 1.966 30.52 2.028

SC 23.69 1.352 26.00 1.986 36.44 1.965

TSC 14.04 1.352 11.65 2.028 17.34 2.045
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Fig.2 Shannon's index(H ") of different germplasm types
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iR K. BT, fERAEERMAEZRIE T, 226 M) 11 MR ENIR & 8 AN bl B PR K 2 R 70 A1 I A
W51, I 72 R AR SR RO — IR ERAEE S M Z AR R 34 A AR R SR
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Table 5 Shannon’s index(H ") of germplasm from different sample source

ZFEMEFREUH 7 )Shannon’s index(H 7 )

ﬁ:; AR teiEls W U 2R Aty Gl

Jilin Hebei Henan Liaoning Shandong Others
PBN 1.957 1.642 1.870 1.906 1.877 1.834
MSH 1.726 1.162 1.879 1.945 1.968 1.696
FBL 1.532 1.264 1.812 1.975 1.853 1.696
PL 1.713 1.376 1.910 1.966 1.970 1.609
PW 1.639 1.720 2.020 1.993 2.063 1.609
HPW 1.693 1.720 1.925 1.911 1.619 1.696
SL 1.614 1.846 1.973 2.046 2.069 1.748
SW 1.681 1.846 1.956 2.006 1.533 1.696
HSW 1.977 1.846 1.970 1.901 1.981 1.643
PPY 1.459 1.540 1.936 1.953 1.945 1.887
PPN 1.739 1.241 1.856 1.917 1.598 1.471
PC 1.751 1.414 1.896 1.926 2.036 1.887
oC 1.715 1.673 2.010 1.970 1.967 1.418
OAC 1.123 0.655 1.343 2.038 1.278 1.359
LAC 1.108 0.655 1.309 1.956 1.230 1.471
RSC 1.944 1.673 1.856 1.843 2.021 1.696
SSC 1.668 1.673 1.959 1.966 1.959 1.609
SC 1.480 1.768 1.852 1.925 2.008 1.696
TSC 1.654 1.894 1.959 1.932 1.943 1.834
2.2 XM SR

SRR T (B 3) R, fEmAERE AR T, 19 NREMEIRT 70 MEX REUE I B3
(7X0.05) B (X0.01) /Ko HARZHRM M, Bbkas RE S 4 W, A= =F
) EORR R IEA G, HPARRGE RS E kK. FZ2aBEMEZEAME, BNk EZmER
BEIEMG, IEMAHXREERNMEN 0.980; FRKEFERE TNMEE EMHX, —HW5FEE. B0
KEWEE EMR, FEREKGEERSGREEWNEE MG MFRSMTEEREE EMER, —HYW5%
R, AREEWMEFIEMX, FIPREFERK. R, MTESRRE Y EREZIEH |
CENSEE R JEREK MRS 8 MPREMREZE EMC. SBRERSRZEHERMEEME, SARE
BEHMTFK, TEERSESMH TR ENREE MG, FAHXREERAERN-0.174; SHESHTE,
WFERESESIERK, PP K EREEEMEG, SRR EHEN, EARTESSHE, WRSE
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Fig.3 Visualization about the correlation analysis
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TR T (R 6) KI, 7 7 AL BARTTIRFIE 82, 222%. 25 1 T4 DTBRER RN, 20. 789%,
TR e R R A, O TERE OSSR, BIUIEE 1 B R SRS AR, B2 &
B TURRZE 2 17.967%, B REA A E B R&SIER BN, WH 2 B2 5 MR, 583 TR
IrTURRFE A 13.462%, FMRAIRB A RomE M #ifr, HEARSERA RS AU BT, U 3 E
BRI ZEE R 5 4 EROTERER R 9. 631%, A TIMER S R IE RO, RS & 7
FRAEEROR, IS 4 B R 5B MR, 55 5 TR Tk 32 8. 953%, L BpRA: ™ JIRFIE(E
R, OB — B J 250, 56 5 F R AR 57 BRSSO ; 25 6 E RO TTER %2 5. 976%,
HopmEA RS EIERRHEE R, S 6 Elr 5 mBAH R 55 7 F R ovikE 2 5. 444%, K
T 58 SRR R (L B OR, SERACIE IR AR e R, DRSS 7 E o T 2R 3 AR 1M R AR
& 6 SR 19 MREMEKRMER S 54

Table 6 Principal component analysis of 19 phenotypic traits in tested materials

etk TR 1 TRy 2 Far 3 TR 4 TR 5 Ty 6 Fpar 7
Traits Principal Principal Principal Principal Principal Principal Principal
component 1 Component 2 component 3 component 4 component 5 component 6 component 7

PBN 0.047 0.056 0.171 0.164 0.087 -0.015 0.026
MSH 0.033 0.17 -0.178 -0.094 0.31 -0.262 -0.099
FBL 0.032 0.17 -0.171 -0.096 0.322 -0.253 -0.104
PL 0.094 0.162 -0.045 -0.046 -0.165 -0.043 0.453
PW 0.057 0.15 0.08 -0.008 -0.077 0.158 -0.384
HPW 0.051 0.235 0.022 -0.016 0.039 0.109 -0.056
SL 0.072 0.178 0.113 0.053 -0.227 -0.007 0.35
SW -0.033 0.093 0.177 0.041 0.013 0.35 -0.49
HSW 0.062 0.228 0.099 0.001 -0.076 0.114 -0.003
PPY -0.014 0.021 0.174 0.245 0.359 -0.013 0.172

PPN -0.009 -0.047 0.222 0.271 0.277 -0.009 0.209



PC 0.015 -0.026 -0.212 -0.005 0.177 0.615 0.225

F=6 (8
o FEar 1 TR 2 Far 3 TR 4 TR 5 Ty 6 B
Traits Principal Principal Principal Principal Principal Principal Principal
component 1 Component 2 component 3 component 4 component 5 component 6 component 7

oC -0.18 0.066 0.159 -0.077 -0.096 -0.315 0.048
OAC 0.052 -0.05 0.201 -0.417 0.141 0.08 0.114
LAC -0.055 0.054 -0.197 0.415 -0.143 -0.088 -0.113
RSC 0.18 0.015 -0.044 0.062 -0.012 0.084 0.146
SsC 0.239 -0.08 0.008 0.047 -0.017 -0.074 -0.087
SC 0.233 -0.088 -0.013 0.052 0.01 -0.032 -0.099
TSC 0.205 -0.092 0.082 0.019 -0.045 -0.261 -0.189
RHE(H E 3.950 3.414 2.558 1.830 1.701 1.136 1.034
TR CR(%) 20.789 17.967 13.462 9.631 8.953 5.976 5.444
SBUTTHREE CCR(%) 20.789 38.756 52.218 61.849 70.802 76.778 82.222
2.4 B

WX 19 MRAMIRFEAT RIS (B4, KIN 226 M AEAEFFRRI 7 3 NSRB[RI 0 3 AN
MBS (R T o KT BE 14 5, SFTEMBR 6. 19%. EEAFERE: HRREE REHE 3 K
PR, MRS R 3 DX R, HmmBid Al 2 R0, IEENE. AT TERE . R A RS R
£ 3 SRR s, UL RT e fh S A AR SRR AARE . SRAE IR 30 AP, L B R R Y
13. 27%, FERHILRE 12 DRAEPTEMELE 3 DRBEP s, Hrpai R B E=Em. Bk, 3R
Ko R BRE, My, FrdE. BOE. BRI, SR RIMR S B EE 3 R
B, XM A m AR B S R AR SRR 182 A5, L AT A MR 80. 53%, T EF
ERSE R MIBAREE 13 MR 3 R EAE 3 DI iR, UHTREM B 25, W™
e H AL MR AR

B 4 EEMBRFTRIERESD

Fig.4 Classification of peanut germplasm resources
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Table 7 Average values and variation coefficient of phenotypic traits in 3 groups

R BT Clusterl BT Cluster 1T BN Cluster 11T
Traits “EII{E Mean A5 5 R E(%)CV SEYI{E Mean AR5 RE(%)CV “EIIE Mean A5 5 R E(%)CV
PBN 6.69 11.11 6.85 7.69 6.48 12.94
MSH 35.71 12.67 41.02 7.53 36.12 11.78
FBL 38.35 10.99 43.61 7.08 38.47 11.34
PL 31.89 15.18 37.25 9.23 32.61 1491
PW 13.09 6.22 14.15 7.40 12.75 8.10
HPW 180.91 11.03 217.18 8.06 176.03 9.61
SL 14.80 14.24 17.39 9.83 15.04 14.16
SW 8.51 7.01 8.79 9.77 8.09 10.18
HSW 74.23 14.29 92.23 7.61 69.53 14.62
PPY 18.15 18.14 18.61 12.05 18.25 20.13
PPN 17.75 17.50 16.28 11.56 17.21 20.05
PC 21.89 8.97 22.13 8.31 22.40 10.15
oC 53.94 2.32 54.19 2.72 54.04 297
OAC 75.23 6.74 34.45 7.81 35.16 11.55
LAC 9.44 47.65 44.44 5.09 43.73 7.52
RSC 0.76 5.71 0.76 7.76 0.75 6.44
SSC 3.56 18.08 2.82 23.04 2.92 30.02
SC 2.00 21.19 1.53 28.15 1.62 35.41
TSC 18.06 12.00 15.35 10.97 15.89 16.30

2.5 TEE MR EFRFRREMERESTEN

MRHE E R a3, B 19 DNREVEIRIFFHEERN 7 A E R, KRB 7T AERS S5, HE
BB HEWRERE 00, 1 BRI R

71=0. 047 X,+0. 033X,;+0. 032.X:+0. 094.X:+0. 057.%,+0. 051 X;;+0. 072.%-0. 033.%,+0. 062.%5;-0. 014.Xi,-0. 00
9.Xi1+0. 015.42;-0. 18.Xi5;+0. 052.014-0. 055.4i5:+0. 18 Xis;+0. 239 Xi7,+0. 233 Xis 0. 205 Xig;s

KB F R Bk, X7 AFERS S IA— A, HHERE /%L (0,253, 0.219. 0.164, 0. 117,
0.109 . 0.073 . 0.066 ) , ® Jm i " % & B 4 F
F=0. 253y140. 21955+0. 1641 y:+0. 117 y2+0. 10975+0. 0735+0. 066y7) o L A X4 i 5T (1 2 B MR 2551
M (R 8), FIEMUR, RMLEEMERBLF. FIE=0.706 FIFMEEIEA 10 4y, KK N: L 36 5 (1. 141) |
16H 954 (1.049) . ¥4E 75 (0.933) . C-9 (0.919) . H4£ 59 (0.864) . C-53 (0.820) . Fit 4 5
(0.819) . Jf{£ 200704-9 (0.767) . AL 2 (0.722) . FHELL 609 (0.706)
# 8 LEMRAFREEREESIFN
Table 8 Comprehensive evaluation on phenotype traits in tested materials

LES ‘ e ‘
* _ *
i s EAs Biolgical F g H2  dis K Biolgical F{H HE#
Sample Sample
No. Name status of F-Value  Range No. Name status of F-Value  Range
source source
accession accession
P4 WA 2 L A b 0.722 9 P142 c-9 ES T 0.919 4
P9 BT T L A b 0.933 3 P144  J4E 200704-9 ES b 0.767 8
P41 TH4E 36 = I AR bOL] 1.141 1 P176 JETE 609 PEH i Fh Ly 0.706 10
P90 C-53 ES bak] 0.820 6 P178 Fit4s YT WA th %R 0.819 7
P91 1eH 954 M SR IIES 1.049 2 P211 H1E 59 EH A A 0.864 5
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